Visual analysis of statistical results from microarray studies of human breast cancer.
Computational and statistical analysis of microarray data is a daunting challenge. Perhaps even more daunting is the biological interpretation of microarray data analysis results. We have previously developed the exploratory visual analysis (EVA) software and database for exploring data analysis results in the context of biological information on each gene available in public databases such as Entrez Gene. EVA brings a flexible combination of statistics and biological annotation to the user's desktop in a straightforward visual interface. Using a publicly available microarray dataset of gene expression response to chemotherapeutic agents in human breast cancer cell lines, we demonstrate the usefulness of the EVA system for interpreting statistical results. EVA can extend previous analyses as well as aid in making novel discoveries. Thus, we anticipate EVA will prove a useful addition to the repertoire of computational methods for microarray data analysis. The EVA software is freely available to academic users.